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GAGGAACCTACCGGTACCGGCCGCGCGCTGGTAGTCGCCGGTGTGGCTGCACCTCACCAATCCCGTGCGCCGCGG 

CTGGGCCGTCGGAGAGTGCGTGTGCTTCTCTCCTGCACGCGGTGCTTGGGCTCGGCCAGGCGGGGTCCGCCGCCA 

GGGTTTGAGGATGGGGGAGTAGCTACTlGGAAGCGACCCCGCGATGGCAAGGTATATTTTTGTGGAATGAAaAGGA 

AGTATTAGAAATGAGCTGAAGACCy^TTCAaiGATTAATATTTTTGGGGAa^GATTTGTGATGCTTGATTCACCCT 

TGAAGTAATGTAGACAGAAGTTCTCAAATTTGCATATTACATCT^CTGGAACCaGCAGTGAAT 

TTAj^TCa.GAACTTGCa.TAAGAAAGAGA ATGG GAGTCTGGTTAAATAAAGATGftCTATATCa 

GATCATTCTCTGTTTTCTGATAGTGTATATGGCCa.TTTTAGTGGGC:ACAGATCAGGATTTTTACAGTTTACTTGG 

AGTGTCCAAAACTGCAAGOVGTAGAGAAATAAGACAAGCTTTCAAGAAATTGGC^ 

AAACCCGAATAACCCAAATGCACATGGCGATTTTTTAAAAATAAATAGAGCATATGAAGTACTCaAAGATGAAGA 

TCTACGGAAAAAGTATGACAAATATGGAGAAAAGGGACTTGAGGATAATCAAGGTGGCCAGTATGI^AAGCTGG 

CTATTATCGTTATGATTTTGGTATTTATGATGATGATCCTGAAATCATAACATTGGAAAGAAGAGAATTTGATGC 

TGCTGTTAATTCTGGAGAAOTGTGGTTOGTAAATTTTTACTCCCCAGGCTGTTCACACTGCCATGATTTAGCTCC 

CACATGGAGAGACTTTGCTAAAGAAGTGGATGGGTTACTTCGAATTGGAGCTGTTAACTGTGGTGATGATAQAAT 

GCTTTGCCGAATGAAAGGAGTCAACa^GCTATCCCAGTCTCTTCATTTTTCGGTCTGGAATGGCCCCy^GTGftJ^ 

TCATGGAGACAGATCAAAGGAGAGTTTAGTGAGTTTTGCaATGCAGCATGTTAGAAGTACAGTGACAGAACTT 

GACAGGAAATTTTGTCZ^CTCCATACAAACTGCTTTTGCTGCTGGTATTGGCTGGCTGATCACTTTTTGTTCAAA 

AGGAGGAGATTGTTTGACTTCACAGACACGACTC:a.GGCTTAGTGGC:ATGTTGTTTCTCaACTCATTC^ 

AGAAATATATTTGGAAGTAATACATAATCTTCCAGATTTTGAACTACTTTCGGCAAACACACTAGAGGATCGTTT 

GGCTCATCATCGGTGGCTGTTATTTTTTCa.TTTTGGAAAAAATGAAAATT<:aAATGATCCTGAGCTGAAAAAACT 

AAAAACTCTACTTAAAAATGATCATATTCAAGTTGGCAGGTTTGACTGTTCCTCTGCACCAGACaTCTGTAGTAA 

TCTGTATGTTTTTCAGCCGTCTCTAGCAGTATTTAAAGGACAAGGAACC^^AAGAATATGaAATTCAT(^ 

GAAGATTCTATATGATATACTTGCCTTTGCCAAAGAAAGTGTGAATTCTCaLTGTTACCACGCTTGGACeraUk^ 

ttttcctgccaatgacl^gaaccatggertgttgatttctttgccccctggtgtccaccatg 

accagagttacgaagagca.tc:aaatcttctttatggtcagcttaagtttggtacactagattgtacagttcatga 

gggactctgtaacatgtataacattoiggcttatccaacaacagtggtattcaaccagtccaacato 

tgaaggacatcactctgctgaacaaatcttggagttcatagaggatottatgjyktccttcagtggtctcccttac 

acccs^ccacctta^cgaactagttacacaaagaj^cacaacgaagtctggatggttga 

GTGTCaTCCTTGCCAAGTCTTAATGCCAGAATGGAAAAGAATGGCCCGGACaTTAACTGGACTGATCAACGT 

C»iGTATAGATTGCCAAaiGTATC3lTTCTTTTTGTGCCCAGGAAAACGTTCAAAGATACCCTGAGATAAGATT^ 

TCCCCCAAAATCAAATAAAGCTTATCAGTATCACAGTTAa^TGGTTGGAATAGGGATGCTTATTCCCTGAGAAT 

CTGGGGTCTAGGATTTTTACCTCAAGTATCCACaGATCTAACaCCTCAGACTTTCAGTGAAZ^Gra 

GAAAAATCATTGGGTGATTGATTTCTATGCTCCTTGGTGTGGACCTTGCCAGAATTTTGCTCCAGAATTTQAGCT 

CTTGGCTAGGATGATTAAAGGAAAAGTGAAAGCTGGAAAAGTAGACTGTCAGGCTTATGCTCAGACATGCCAGAA 

AGCTGGQATCS^GGGCCTATCCAACTGTTAAGTTTTATTTCTACGAAAGAGCaAAGAGAAATTTTCAAGAAGAGCA 

GATAAATACGAGAGATGCaAAAGO^TCGCTGCCTTAATAAGTGAAAAATTGGAAACTCTCCGAAATCSlAC^ 

GAGGAATAAGGATGAACT TTGAT AATGTTGAAGATGAAGAAAAAGTTTAAJ^GAAATTCTGACAGATGACaTCAG 

AAGACACCTATTTAGAATGTTACATTTATGATGGGAATGAATGAACATTATCTTAGACTTGCAGTTGTACTGCCA 

GAATTATCTACAGCACTGGTGTAAAAGAAGGGTCTGCSysAOTTTTTCTGTAAAGGGCCGGTTTATAAATATTTT^ 

GACTTTGCAGGCTATAATATATGGTTCACACATGAGAACAAGAATAGAGTCATCATGTATTCTTTGTTATTTGCT 

TTTAACyUi,CCTTTAAAAAATATTAAAACGATTCTTAGCTCAGAGCaiTACAAAA6TAGGCrGGATTCAGTC<^ 

GACCATAGATTGCTGTCCCCCTCGACGGACTTATAATGTTTCAGGTGGCTGGCTTGAACATGAGTCTGCTGTGCT 

ATCTACATAAATGTCTAAGTTGTATAAAGTCCACTTTCCCTTCACGTTTTTTGGCTGACCTGAAAAGAGGTAACT 

TAGTTTTTGGTCACTTGTTCTCCTAAAAATGCTATCCCTAACCATATATTTATATTTCGTTTTAAAAACACCCAT 

GATGTGGCACAGTAAACAAACCCTGTTATGCTGTATTATTATGAGGAGATTCTTCATTGTTTTCrTTCCTTOT 

AAGGTTGAAAAAATGCTTTTAATTTTTa\.CAGCCGAGaAAG?^GTGCy^GC:yVGTATATGTGCAC^ 

AAATTTGAGCAACAGTAAGTGCACAAATTCTGTAGTTTGCTGTATCmTCCAGGAAAACCTGAGGGAAAAA^ 

TAGCAATTAACTGGGCATTGTAGAGTATCCTAAATATGTTATCAAGTATTTAGAGTTCTATATTTTAAAGATATA 

TGTGTTCATGTATTTTCTGAAATTGCTTTCATAGAAATTTTCCCACTGATAGTTQATTTTTGAGGCATCTAATAT 

TTACATATTTGCCTTCTGAACTTTGTTTTGACCTGTATCCTTTATTTACATTGGGTTTTTCTTTCATAGTTTTGG 

TTTTTCaCTCCTGTCCAGTCTATTTATTATTCAAATAGGAAAAATTACTTTACaGGTTGTTTTACTGTAGCTTAT 

AATGATACTGTAGTTATTCCAGTTACTAGTTTACTGTCAGAGGGCTGCCTTTTTCAGATAAATATTGAC^ 

ACTGAAGTTATTTTTATAAG?^AAATCAAGTATATAAATCTAGGAAAGGGATCTTCTAGTTTCTGTGTTGTTTAGA 

CTCyWlGAATCACAAATTTGTCAGTAACATGTAGTTGTTTAGTTATAATTCAGAGTGTAaiGAATGGTAAAAATT 

CCAATC^iGTCAAAAGAGGTCAATGAATTAAAAGGCTTGCAACTTTTTCaAAAAAAAAAAAAAAA^ 
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</usr/seqdb2/sst/DNA/Dnaseqs.min/ss.DNA56439 
<sub\init 1 of 1, 747 aa, 1 stop 
<MW: 86127, pi: 7.46, NX(S/T): 2 

MGVWLNKDDYIRDLKRI I LCFLI VYMAILVGTDQDFYSLLGVSKTAS SRE IRQAFKKLALKL 

HPDKNPNNPNAHGDFLKINRAYEVLKDEDLRKKYDKYGEKGLEDNQGGQYESWNYYRYDFGI 

YDDDPEIITLERREFDAAVNSGELWFVNFYSPGCSHCHDLAPTWRDFAKEVDGLLRIGAVNC 

GDDRMLCRMKGWSYPSLFIFRSGMAPVKYHGDRSKESLVSFAMQHWSTVTELWTGNFVNS 

IQTAFAAGIGWLITFCSKGGDCLTSQTRLRLSGMLFLNSLDAKEIYLEVIHNLPDFELLSAN 

TLEDRLAHHRWLLFFHFGKNENSNDPELKKLKTLLKNDHIQVGRFDCSSAPDICSNLYVFQP 

SliAVFKGQGTKEYEIHHGKKILYDILAPAKESVNSHVTTLGPQNFPANDKEPWLVDPFAPWC 

PPCRALLPELRRASNLLYGQLKFGTLDCTVHEGLCNMYNIQAYPTTWFNQSNIHEYEGHHS 

AEQILEFIEDLMNPSWSLTPTTFNELVTQRKHNEVWMVDFYSPWCHPCQVLMPEWKRM^ 

LTGLINVGSIDCQQYHSFCAQENVQRYPEIRFFPPKSNKAYQYHSYNGWNRDAYSLRIWGIiG 

FLPQVSTDLTPQTFSEKVLQGKNHWVIDFYAPWCGPCQHFAPEFELLARMIKGKVKAGKVDC 

QAYAQTCQKAGIRAYPTVKFYFYERAKRNFQEEQINTRDAKAIAALISEKLETIiRNQGKRN^ 

Important features: 

Endoplasmic reticulum targeting sequence. 

amino acids 744-747 

Cytochrome c family heme-binding site signature. 

amino acids 158-163 

Nt-dnaJ domain signature. 

amino acids 77-96 

N-glycosylation site. 

amino acids 484-487 
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AGACAGTACCTCCTCCCTAGGACTACACAAGGACTGAACCAGAAGGAAGAGGACAGAGCAAA 
GCCATGAACATCATCCTAGAAATCCTTCTGCTTCTGATCACCATCATCTACTCCTACTTGGA 
GTCGTTGGTGAAGTTTTTCATTCCTCAGAGGAGAAAATCTGTGGCTGGGGAGATTGTTCTCA 
TTACTGGAGCTGGGCATGGAATAGGCAGGCAGACTACTTATGAATTTGCAAAACGACAGAGC 
ATATTGGTTCTGTGGGATATTAATAAGCGCGGTGTGGAGGAAACTGCAGCTGAGTGCCGAAA 
ACTAGGCGTCACTGCGCATGCGTATGTGGTAGACTGCAGCAACAGAGAAGAGATCTATCGCT 
CTCTAAATCAGGTGAAGAAAGAAGTGGGTGATGTAACAATCGTGGTGAATAATGCTGGGACA 
GTATATCCAGCCGATCTTCTCAGCACCAAGGATGAAGAGATTACCAAGACATTTGAGGTCAA 
CATCCTAGGACATTTTTGGATCACAAAAGCACTTCTTCCATCGATGATGGAGAGAAATCATG 
GCCACATCGTCACAGTGGCTTCAGTGTGCGGCCACGAAGGGATTCCTTACCTCATCCCATAT 
TGTTCCAGCAAATTTGCCGCTGTTGGCTTTCACAGAGGTCTGACATCAGAACTTCAGGCCTT 
GGGAAAAACTGGTATCAAAACCTCATGTCTCTGCCCAGTTTTTGTGAATACTGGGTTCACCA 
AAAATCCAAGCACAAGATTATGGCCTGTATTGGAGACAGATGAAGTCGTAAGAAGTCTGATA 
GATGGAATACTTACCAATAAGAAAATGATTTTTGTTCCATCGTATATCAATATCTTTCTGAG 
ACTACAGAAGTTTCTTCCTGAACGCGCCTCAGCGATTTTAAATCGTATGCAGAATATTCAAT 
TTGAAGCAGTGGTTGGCCACAAAATCAAAATGAA ATGAA TAAATAAGCTCCAGCCAGAGATG 
TATGCATGATAATGATATGAATAGTTTCGAATCAATGCTGCAAAGCTTTATTTCACATTTTT 
TCAGTCCTGATAATATTAAAAACATTGGTTTGGCACTAGCAGCAGTCAAACGAACAAGATTA 
ATTACCTGTCTTCCTGTTTCTCAAGAATATTTACGTAGTTTTTCATAGGTCTGTTTTTCCTT 
TCATGCCTCTTAAAAACTTCTGTGCTTACATAAACATACTTAAAAGGTTTTCTTTAAGATAT 
TTTATTTTTCCATTTAAAGGTGGACAAAAGCTACCTCCCTAAAAGTAAATACAAAGAGAACT 
TATTTACACAGGGAAGGTTTAAGACTGTTCAAGTAGCATTCCAATCTGTAGCCATGCCACAG 
AATATCAACAAGAACACAGAATGAGTGCACAGCTAAGAGATCAAGTTTCAGCAGGCAGCTTT 
ATCTCAACCTGGACATATTTTAAGATTCAGCATTTGAAAGATTTCCCTAGCCTCTTCCTTTT 
TCATTAGCCCAAAACGGTGCAACTCTATTCTGGACTTTATTACTTGATTCTGTCTTCTGTAT 
AACTCTGAAGTCCACCAAAAGTGGACCCTCTATATTTCCTCCCTTTTTATAGTCTTATAAGA 
TACATTATGAAAGGTGACCGACTCTATTTTAAATCTCAGAATTTTAAGTTCTAGCCCCATGA 
TAACCTTTTTCTTTGTAATTTATGCTTTCATATATCCTTGGTCCCAGAGATGTTTAGACT^T 
TTTAGGCTCAAAAATTAAAGCTAACACAGGAAAAGGAACTGTACTGGCTATTACATAAGAAA 
CAATGGACCCAAGAGAAGAA 



